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test kits). Socio demographic data was obtained using a
study questionnaire.
Results: Out of 536 admissions, 187 (34.9%) had acute
diarrheal disease and 148 stools tested for rotavirus. Of
the 148 specimens tested, 111 (75.0%) were positive for
rotavirus antigen and 37 (25.0%) were negative. Ninety
(81.1%) of the positive cases, were aged 12 months and
below. There was no signiﬁcant difference in the age speciﬁc
prevalence rates (c2 = 0.50, p = 0.48).
The mode of feeding, and other identiﬁable possible risk
factors like socio economic class, maternal education, level
of hygiene practiced by the mother, method of excreta dis-
posal, water source, did not appear to have a signiﬁcant
effect on the risk of rotavirus infection.
There was a well-deﬁned, period of peak transmission
occurring between the third week of January and second
week of February 2006.
Mortality rate for acute diarrhea over the study period
was 7.5%, with 50.0% of the stools of those who died being
positive for rotavirus.
One hundred and twenty (81.1%) of the patients had com-
plete routine vaccination for age, 16(10.8%) had incomplete
vaccination, while 12(8.1%) did not have available records.
Conclusion: Rotavirus remains a leading cause of diarrhea
disease in children in the Gambia, with signiﬁcantly high
mortality in the under 5 year old children during periods of
high transmission. Because of the high vaccination coverage
noted among the children studied, introduction of vaccines
against rotavirus may be an effective control measure.
doi:10.1016/j.ijid.2010.02.560
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Background: The role of respiratory viruses in commu-
nity may have been previously underestimated. We aimed
to study the incidence and clinical characteristics of acute
respiratory infections (IRA) in children adding PCR to routine
conventional laboratory tests.
Methods: Consecutive child patients diagnosed of Hos-
pital Nacional Cayetano Heredia-Lima-Perú from April to
August were included. Nasopharyngeal swabs were pro-
cessed for study of respiratory viruses through antigen
detection by indirect immunoﬂuorescence assay and detec-
tion of nucleic acids by two independent multiplex RT-PCR
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ssays. According to the aetiology, patients were catego-
ized in 4 groups: group 1, only virus detected; group 2,
nly bacteria detected and group 3, viral and bacterial
Results: Of 200 patients diagnosed with IRA, 200 had
asopharyngeal swabs available and were included in this
tudy. Aetiology was established in 200 patients: group 1,
=57 (28.5%); group 2, n= 23 (11.5%); group 3, n= 25(12.5%).
he most common aetiological agent was respiratory viruses
84 patients, 42%) followed by atypical germs (48 patients,
4%).
Eighty-one respiratory viruses were identiﬁed: inﬂuenza
irus A (n=17), inﬂuenza virus B (n=2), inﬂuenza virus
(n=1), respiratory syncytial virus A (n=29), adenovirus
n=1), parainﬂuenza viruses (n=14), enteroviruses (n=14),
hinoviruses (n=1) and coronavirus (n=2).
There were eleven patients coinfected with respira-
ory virus. Forty and ﬁve atypical germs were identiﬁed:
1 Clamidea pneumonidae (n= 21) and Mycoplasma pneu-
onidae (n=24). There were sixteen patients coinfected by
oth atypical germs. Immunoﬂuorescence 41 and PCR 81.
or the viruses that could be diagnosed with conventional
ethods, the RT-PCR was most sensitivity and speciﬁcity
hat Immunoﬂuorescence.
Conclusion: PCR revealed that viruses represent a com-
on aetiology of IRA. There is an urgent need to reconsider
outine laboratory tests for an adequate diagnosis of respira-
ory viruses, as clinical characteristics are unable to reliably
istinguish viral from bacterial aetiology.
oi:10.1016/j.ijid.2010.02.561
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Background: In Chile ﬂu AH1N1 affected mainly children
etween 5-14 years old (4500/100,000 pop) with highest
ospitalization in children)5 years (90,8/100,000 pop).
Objectives were to describe epidemiological, clinical,
irological and laboratory ﬁndings and to determine risk
actors for severe disease in pediatric patients.
Methods: Descriptive study of hospitalized children with
onﬁrmed ﬂu AH1N1. We studied the presence of the virus
n biological samples (respiratory secretions, blood and
rine) using real-time RT-PCR and viral culture, at admis-
ion and at 3rd and 5thdays of treatment with oseltamivir.
iral load from respiratory samples was standardized by
opies/100,000 cells.
Results: 20 children were hospitalized with ﬂu AH1N1.
welve girls (60%), mean age 2.9 years (1m-16y). Most
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ere infected at home 30% (6), hospital 25% (5) and nurs-
ry/kindergarten 15% (3). 65% had underlying diseases:
ecurrent wheezing (7), congenital heart disease (2) and
mmunosuppression (2). The leading cause of hospitaliza-
ion was oxygen requirements (50%), respiratory failure
20%), deterioration of the underlying disease (10%), fever
f unknown origin and hyperemesis (5%). Fever (95%), cough
90%) and dyspnea (70%) were the most frequent symptoms.
en patients required ICU for an average of 16 days, median
days (1-60), 3 of them had underlying diseases (recurrent
heezing and liver transplantation). Six patients required
echanical ventilation and three of them needed high fre-
uency oscillatory ventilation. Complications: wheezing 55%
11), secondary bacterial infection 45% (10), athelectasis
0% (6) and global respiratory failure 15% (3), no mortality.
he average of the lymphocyte count in ventilated patients
as 715 ± 517 cells/ml and 3251 ± 2225 cells/ml in non ven-
ilated patients (p< 0.0001). Presence of underlying disease
nd viral load were no associated with severe respiratory
ailure. 14/15 patients had detectable virus in nasopharynx
fter 24-48 hours of oseltamivir (127,000 to <200 copies/ml),
t 48-72 hrs 2/17 remained positive (66,000 to less 200
opies/ml). 2/5 remained positive after treatment. Virus
as not found in blood and urine samples.
Conclusion: Hospitalization due to ﬂu AH1N1 in children
as associated with presence of underlying diseases. High
roportion of children needed ICU but no mortality was
bserved.
Lymphopenia might be used as a risk factor for severe
isease
oi:10.1016/j.ijid.2010.02.562
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Background: Congenital malaria has a prevalence of
1.5% in Northwestern Nigeria with low parasite densities
hich range from 40-120!L. Neonatal malaria in this region
as a prevalence of 8.25% with most of these babies pre-
enting with fever in the ﬁrst week of life.
Diagnosis has been dependent on blood ﬁlm examina-
ion for asexual forms of Plasmodium parasites. Due to the
nherent difﬁculties in identifying very low levels of par-
sitaemia by light microscopy, this study was carried out
mong febrile and afebrile neonates to compare microscopy
ith a malaria rapid diagnostic test (RDT) to determine sen-
itivity and speciﬁcity of the two in diagnosis of neonatal
alaria.
Methods: Presence of malaria parasitaemia were
ssessed in 50 febrile and 50 afebrile neonates using thick
nd thin blood ﬁlm smears, air dried, stained with freshly
repared Giemsa stain and examined under a light micro-
cope at X1000 magniﬁcation as well as by use of optiMAL
apid diagnostic malaria kits.
Results: 42/50 of the febrile neonates were positive for
alciparum malaria parasites by microscopy while 19/50
R
t
wternational Congress on Infectious Diseases (ICID) Abstracts
ere positive by optiMAL. Thus sensitivity of the light
icroscopy was 84% and that of RDT was 38%. The true
egatives were 48/50 and 50/50 by microscopy and RDT
espectively giving a speciﬁcity of 96% for microscopy and
00% RDT. OptiMAL had positive and negative predictive val-
es of 38% and 100% respectively.
Conclusion: The rapid diagnostic test was easy to perform
nd results were obtained more quickly than the microscopy.
owever its performance in accurately diagnosing patients
ith neonatal malaria is unacceptably low. About 2 out of
very 10 children with neonatal malaria will also be missed
y light microscopy. Peripartum malaria prevalence which
s highly predictive of congenital/neonatal in this area is
bout 22% with higher parasite densities up to 400/!L. Since
ptiMAL is known to have sensitivity of >95% when parasite
ensities are up to 200/!L, it is recommended that opti-
AL be routinely performed when women present in labor
o identify and followup newborn at risk of malaria.
oi:10.1016/j.ijid.2010.02.563
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Background: Rotavirus is the most common cause of
evere diarrhoeal disease in infants and young children all
ver the world. About 40% of more than 125 million cases of
iarrhoea each year in the world are attributed to rotavirus.
ccording to reports of the Center for Disease Control and
revention (CDC) in the United States, each year, rotavirus
auses approximately 111 million infections, 25 million hos-
italizations, and 440,000 deaths in children less than ﬁve
ears of age, worldwide, and the total associated medical
osts due to rotavirus infection are estimated to be enor-
ous.
In Nigeria, about three hundred children under the age
f ﬁve are thought to be lost annually to diarrhoea.
Methods: Data including stool samples and background
nformation were collected from 157 diarrhoeic children
ged less than ﬁve years; from eight different hospitals
n the southern part of Nigeria between June, 2006 and
uly 2009. Viral RNA was extracted from the stool sam-
les with the RNA mini-kit (Qiagen) and a fragment of
he VP7 gene was ampliﬁed with the Reverse transcrip-
ase polymerase chain reaction (RT-PCR), from the extracted
NA.
Results:Of the 157 specimens collected from these hospi-
als, Rotavirus was ampliﬁed from 29 (18.5%) of them. There
as no signiﬁcant sex preponderance observed (p<0.05).
